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synthesis genes
Meagan J Gillespie1,2*, Tamsyn M Crowley1,3, Volker R Haring1, Susanne L Wilson1, Jennifer A Harper1,
Jean S Payne1, Diane Green1, Paul Monaghan1, Dragana Stanley4, John A Donald2, Kevin R Nicholas3
and Robert J Moore1Correction notice
The authors of ‘Transcriptome analysis of pigeon milk
production – role of cornification and triglyceride syn-
thesis genes’ [1] have advised the journal that Dragana
Stanley was inadvertently omitted from the list of au-
thors. The Competing interests, Authors’ contributions
and Acknowledgements sections have been modified
accordingly.
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